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Construction and expression of lentiviral vector overexpressing
ZNF24 gene in human colorectal cancer HCT116 cell
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[Abstract] Objective To establish the human colorectal cancer cell line HCT116 with ZNF24 gene overexpression by
constructing lentiviral vector of ZNF24 gene overexpression, and provide material basis for subsequent research. Methods The
recombinant expression ZNF24 lentiviral plasmid pMT-ZNF24 was constructed by the homologous recombination of ZNF24 gene
and 3FLAG tag sequence fragments which was amplified by PCR into lentiviral vector pMT-406.The recombinant plasmid pMT-
ZNF24 and the auxiliary packaging vector plasmids pCMV-dR8.9 and pCMV -VSV-G were co-transfected into 293T cells, after
which the lentivirus were collected. The virus titer was determined with well dilution method. The lentivirus was transfected into
HCT116 cells, and the expression levels of ZNF24 were detected by qRT-PCR and Western blot. Results The recombinant vector
PMT-ZNF24 was successfully constructed, and the corresponding virus was obtained. The virus titer was 3.25x10° TU/ml. The
expression levels of ZNF24 in cells transfected with recombinant ZNF24 lentivirus were significantly higher than those in blank and
negative control. Conclusion The ZNF24 gene overexpression lentiviral vector had been constructed , and the corresponding virus
and the HCT116 cell line expressing ZNF24 had been obtained .
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