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[ Abstract]
provide a reference for studying the biological function of CRELD2 in various tissues. Methods The expression level of CRELD2

Objective To explore the expression of CRELD2 at the gene and protein levels of mouse tissues, and to

in the liver, pancreas, stomach, and lung of C57BL/6J mice was determined by real-time PCR and Western Blot. Results RT-PCR
and WB showed that CRELD2 was expressed in mouse liver, pancreas, stomach, and lung. The relative expression levels of
CRELD2 from high to low were pancreas, stomach, liver, and lung at the gene level, and pancreas, liver, stomach, and lung at
protein level respectively. The result suggested that the relative expression levels of the CRELD2 gene and protein in different
tissues were not completely consistent, suggesting that it is related to transcriptional regulation. Conclusion CRELD?2 is expressed
in mouse liver, pancreas, stomach, and lung, and the relative expression levels of CRELD2 are not completely parallel at the gene
and protein level.
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