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Study on hepato-protective mechanism of Ganlibao capsule based on network

pharmacology
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[Abstract ] Objective To study the mechanism of Ganlibao capsule on liver protection by network pharmacology . Meth-
ods The active ingredients of Ganlibao capsule were selected and the targets of these ingredients were predicted by the reverse
pharmacophore method . The molecule-regulatory network and protein-protein interaction network of the component-action tar-
gel were constructed by Cytoscape and the String database respectively . The gene function and signal pathway analysis of the
targets were analyzed by DAVID database . Results Nineteen active compounds were screened from the Ganlibao capsule ,
which involved 88 targets . The results of the network analysis showed that Ganlibao capsule exerted hepato -protective effects
mainly through biological processes such as metabolic processes , regulation of cell death and response to lipids , and regulation
of TNF, FoxO, Ras, ErbB, HIF-1, and TLR signaling pathways . Conclusion Ganlibao capsule could protect liver by multi-
component , multi-target and multi-pathway , which might be through the regulation of cell death , TNF, FoxO , Ras and other
related pathways .
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