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[Abstract | Objective Identifying laccases , as one of the key synthetases in the lariciresinol biosynthetic pathway , by an-
alyzing the transcriptome sequencing results in Isatis indigotica would provide a dependable foundation for later functional
study of Isatis indigotica's laccases . Methods Bioinformatical softwares and kinds of analytical methods online were used to
find out the characteristics of the laccases from [. indigotica, including physical and chemical properties , homology , and the
properties after induction of MeJA . Results The transcriptional results showed that [ilac3 and Iilac from I. indigotica were
corresponded with the accumulation of the effective metabolites , making them the potential functional genes participated in lar -
iciresinol synthesis . Conclusion Through the detailed bioinformatical analysis of [ilacs,which laid a solid foundation for the
further study of the physiological and biochemical mechanisms and structural characteristics of the functional proteins .
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[ e TR
A lERE 44
R R HRLPE O ) NCBI B35
comp8225_c0_seql LILAC1 laccase22 B. rapa 91 XP_009146739 .1
compl2809_c0_seql IiLAC2 laccase 7 B.rapa 91 XP_009146941 .1
compl3376_c0_seql LILAC3 laccase 5 B.rapa 94 XP_ 009143220 .1
compl3910_cO_seql LILAC4 laccase 17 B. rapa 95 XP 009131958 .1
compl5339_c0_seql LiLACS laccase 3 B.rapa 97 XP_009141050 .1
compl5356_c0_seql IILAC6 laccase 4 A . thaliana 95 NP_565881 .1
comp24674_c0_seql LiILACT7 laccase 8 A . thaliana 77 NP_195724 .1
comp24674_c0_seq2 IiILACS laccase 8 A . thaliana 76 NP_195724 .1
comp27829_c0_seq2 IiLACY laccase 13 B.rapa 95 XP_009122370 .1
comp29314_c0_seql liLLAC10 laccase 11 B.rapa 96 XP_ 009125488 .1
comp30628_c0_seql LILAC11 laccase 1 B.rapa 92 XP 009110363 .1
comp32641_c0_seql LLACI2 laccase 6 A . thaliana 91 NP_182180.1
comp32641_c0_seq2 LILACI3 laccase 6 A . thaliana 91 NP_182180.1
comp32641_c0_seq3 IiILAC14 laccase 6 A . thaliana 91 NP_182180.1
comp32641_c0_seqd IiLACI5 laccase 6 A . thaliana 91 NP_182180.1
comp236099 c0_seql IILACL6 laccase 2 B. rapa 93 XP_ 009144396 .1
2.3 HEHEGELAESN K16 K5 BN AW 8.0 DI JE— IR R i
(R MR 1 ProtParam Chitp: //web .ox-  WEEITUMIERRIT. B IRYEE i RRasE R A0k

pasy .org/protparam /HEAT AL FEVE Y 43 T L 25 R
W 2 iR, 16 28 TE R Y 2 SRR R BEEUE 569
FeA7 JLh LLACG f/b ,h 5585 TILACT % . H
593, AHXF4r T ARAEG6L 000766 0002 7], FFA
R AR E B IR 2 T IR MR 2 R S ik

it CYE P RATEE RO T 40 I HAREME L
2. 1616 FAMEBRM A 13 FAMARE REBTE
40 LUT UGB R 22 8000 8 B A 1 A RS e PRI
N W R Tl A 1 SR K P 3 R 2L (grand average of
hydropathicity ,GRAVY ¥J/NF 0,

R2 MERBESNEAERS T

V=1 AT A A M A b A N
LiLAC1 561 61 .86 9.00 37 46 31 .46 84 .58 —0.122
LiILAC2 568 62 .46 8 .86 36 43 38 .87 85.99 —0.013
LILAC3 581 64 .09 8.77 40 47 32.23 82 .56 —0.120
LILACA 572 63 .61 9.19 35 47 31.62 81 .96 —0.132
IILACS 570 64 .21 9.61 37 53 42 .76 77 .68 —0.246
IILAC6 558 61.50 9.33 33 48 33.11 87 .44 —0.067
LILACT7 593 66 .73 8.73 36 42 42 .47 82.16 —0.090
LILACS 585 65 .64 8 .91 34 42 42 .52 82 .79 —0.075
LILACY 568 63 .14 8 .06 41 43 39.31 81.55 —0.132
IiLAC10 561 62 .30 8 .85 40 47 34 .80 83.53 —0.105
LiLACI11 578 65 .07 8 .04 52 54 31.20 79 .58 —0.225
IILAC12 569 63.78 8.20 45 48 29 .28 83.09 —0.169
LiLAC13 569 63.78 8.20 45 48 29 .28 83.09 —0.169
[ILAC14 569 63.78 8.20 45 48 29 .28 83.09 —0.169
LILAC15 569 63.78 8 .20 45 48 29.28 83 .09 —0.169
LiLAC16 578 64 .28 9.55 27 48 36 .94 81.76 —0.129
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D) 2D D) D)
LiLAC1 17 47 29 .95 9.80 42.78
LiILAC2 20 .07 28.70 11 .44 39.79
LILAC3 18.07 29.78 8 .61 43 .55
LILAC4 13.99 31 .47 9.09 45 .45
LILACS 17 .37 28 .77 9.65 44 .21
LiILAC6 15.59 34.23 10 .57 39.61
LILAC7 16 .86 30 .69 9.78 42 .66
LILACS 16 .24 30 .60 9.91 43 .25
LILACY 16 .55 32.92 8.98 41 .55
LiLACI0 14 .80 34 .05 10.70 40 .46
LILACI1 16 .96 32.18 9.86 41 .00
LLAC12 17 .40 29.53 10.19 42 .88
LiLAC13 17 .40 29.53 10.19 42 .88
LiLAC14 17 .40 29.53 10.19 42 .88
LLAC15 17 .40 29 .53 10.19 42 .88
LILAC16 13.32 31.14 10 .21 45 .33
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