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Analysis of the origin fungi of the traditional Chinese medicine, Hongqu from

different producing areas with RAPD technique
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ABSTRACT: OBJECTIVE: Establish a random amplified polymorphism DNA(RAPD) method for classification
of origin fungi of the traditional Chinese medicine, Honggu. METHODS: The genome DNAs of the origin fungi
of Hongqu from 14 different producing areas were extracted by CTAB. Amplification products were detected by
agarose gel electrophoresis and done clustering analysis using PH YLIP3. 5¢c. RESULTS: A characteristic pattern
was produced dependent on one of the 10 screened random primers and the genome amplified. The diversities of
the fingerprint patterns of M onascus exist obvious by which we can distinguish easily. CONCLUSION: RAPD as-
say technique is a useful tool to identify of Hongqu.
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X1 Zhouchun, Shandong X8 Huwua, Guangdong
X2 Wuhan, Hubei X10 Nanjing, Jiangsu
X3 Changsha, Hunan X11 Zhengjang, J angsu
X4  Jiangyin, Jiangsu X12 Gutian, Fujiang
X5  Yongkang,Zhejiang X13 Shanghai
X6  Gutian, Fujiang X16 Fuzhou, Fujiang
X7 Jiaoling, Guangdong X18 Longyan, Zhejiang
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&2 TR i §E R A 4E 5
X1 X2 X3 X4 X5 X6 X7 X8 X10 X11 X12 X13 X16 X18
X1 1.00
X2 0.63 1.00
X3 0.93 0.63 1.00
X4 0.95 0.67 0.95 1.00
X5 0.97 0. 68 0.97 0.98 1.00
X6 0.97 0. 68 0.97 0.98 1. 00 1.00
X7 0.97 0. 68 0.97 0.98 1. 00 1.00 1.00
X8 0.85 0.63 0.82 0.82 0. 89 0. 89 0. 86 1.00
X10 0.83 0. 64 0.83 0.85 0. 86 0. 86 0. 86 0.94 1. 00
X11 0.95 0. 66 0.98 0.97 0.98 0.98 0.98 0.90 0. 84 1.00
X12 0.72 0.53 0. 69 0.72 0.73 0.73 0.73 0. 66 0. 67 0.71 1.00
X13 0.79 0.50 0.76 0.76 0.77 0.77 0.77 0.73 0.71 0.78 0.9 1. 00
X16 0.79 0. 60 0.79 0.78 0.79 0.83 0.79 0.75 0.73 0.81 0.75 0.85 1.00
X18 0.41 0.30 0.38 0.39 0.43 0.43 0.43 0.33 0.38 0.41 0.4 0.48 1. 00
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